Table S1:

Primers used in the construction of the epitope-tagging strains.

SgRNA HR-primers (5'-3") KO-primers (5’-3')
TGGTL 315150 ATCCGAGAGAGGCCTGA  Forward: GAAGCAGAGGAGGCACCGGAGAAGAAGAATCCG  Forward:CGCCTCTCTCGGTTCTTCTG
GAG AGAGAGGCC
Reverse:ACGGCTAGCCGACAGTTCCGCCGCGTCGCGCGAC  Reverse: TCCAGACACCCATGAGGAAA
GTCCACTC
TGGTL 272640 AGAACGTCAAGTAAGA  Forward:AACCCGCGGCTGGTCGCGTTCTGCGAGTGGCTGG  Forward:ATTGTAAATCCTCTCTAC
AGC CCCACGAA
Reverse:GTTCCTTTCCTAACACACGGCAGAGGCAGATATC o oy o po o
CACCAGCT
TGGTL 224235 GTCTCGTCGGAAGGCTG  Forward: ACAGAGGACCTCCGTGAGTCTGTCGAAGTCTCGT  Forward:CGTTAAAGAAATCTTGGT
ACA CGGAAGGC
Reverse: ATAAAAGCCTGAGAAGCTTCACTGATAAGGAGAT  ReVErse:ACAATTAACAGCAGTAAG
CACCGTGTT
TGGTL 286090 ATTCATGGTGCCTAAAT  Forward:GAAGCAATCTGCAGTGTCGACCAGATCCGCATTC  Forward: TATATTCGTGTATCTTGAGT
AGC ATGGTGCC
Reverse:TCTTTTCGCGCATCAGAAACCGCCTTACGTGCACT — Reverse TTTCTGTTCACATGACAT
TCCTGCT
TGGTL 249370 GCGAAAGTGAACTCCTC  Forward:GTTGTCGTTGAACAAAAGAAATCGAAGGCTG Forward: ATGTATCTCATTTGAATG
TCG GATCGCGAAAG
Reverse:ATGCTTTCCGCCCAGGCGTTTAACAAGGAAC Reverse:GTCTACCCATCTATATTC
AGCCACCACGA
TGGT1_211410 CATCGCCGCATGACGTT  Forward: GAAGCCATCTGTTTGGGGGAACAAATCCGAATCC  Forward:GGAGGAAAGAGATCAACTG
CAC ATGGGGCG

Reverse:AGATCGCACTCGATTCTGTTTTGAAGAAATGCGA
CGCCGGTG

Reverse:GGAGAAGAAAGAAAGAAGA




